
Table S6: Length parameters used in the TEclassifier program

Category Threshold Parameter value (bp)

Complete LTR retrotransposon
Maximum length 18,000

Minimum length 3,900

Complete LINE retrotransposon
Maximum length 13,500

Minimum length 3,400

Complete TIR DNA-transposon
Maximum length (*) 5,000

Minimum length 900

SINE Maximum length 500

MITE Maximum length 500

(*) For A. thaliana, we used 13,000 bp for the maximum length of a complete TIR DNA-
transposon.
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